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Subclass Name
EC4 Lyases
EC4.1 Carbon-carbon lyases
EC 4.2 Carbon-oxygen lyases
EC 4.3 Carbon-nitrogen lyases
EC4.4 Carbon-sulfur lyases
EC 45 Carbon-halide lyases
EC 4.6 Phosphorus-oxygen lyases
EC 4.7 Carbon-phosphorus lyases
EC 4.99 Other lyases
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Subclass Name
EC5 Isomerases
EC5.1 Racemases and epimerases
EC5.2 cis-trans-1somerases
EC5.3 Intramolecular isomerases
EC54 Intramolecular transferases (mutases)
EC55 Intramolecular lyases
EC 5.99 Other isomerases
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Subclass Name
EC6 Ligases

EC6.1 Forming carbon—oxygen bonds

EC6.2 Forming carbon—sulfur bonds

EC6.3 Forming carbon—nitrogen bonds

EC6.4 Forming carbon—carbon bonds

EC6.5 Forming phosphoric ester bonds

EC 6.6 Forming nitrogen—metal bonds
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Subclass | Name

EC7 Translocases

Contains enzymes catalysing the translocation of hydrons (hydron

EC 7.1 being the general name for H+in its natural abundance)

Contains those catalysing the translocation of inorganic cations and

EC7.2 their chelates

EC7.3 Contains those catalysing the translocation of inorganic anions

EC74 Contains those catalysing the translocation of amino acids and peptides

Contains those catalysing the translocation of carbohydrates and their

EC7.5 derivatives

EC7.6 Contains those catalysing the translocation of other compounds
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